Plasmid: NFIF14B 




Amino Acids: 4 53 




MAliVRALVCCLLTAWHCRSG 


20 


LGLPVAPAGGRNPPPAIGQF 


40 


WHVTDLHLDPTYHITDDHTK 


60 


VCASSKGANASNPGPFGDVL 


80 


CDSPYQLILSAFDFIKNSGQ 


100 


EASFMIWTGDSPPHVPVPEL 


120 


STDTVINVITNMTTTIQSLF 


140 


PNLQVFPALGNHDYWPQDQL 


160 


SVVTSKVYNAVANLWKPWLD 


180 


EEAISTLRKGGFYSQKVTTN 


200 


PNLRIISLNTNLYYGPNIMT 


220 


LNKTDPANQFEWLESTLNNS 


240 


QQNKEKVYI IAHVPVGYLPS 


260 


S QN I TAMRE Y YNEKL I D I FQ 


280 


KYSDVIAGQFYGHTHRDSIM 


300 


VI, S DKKG S P VN S L FVAP AV T 


320 


PVKSVLEKQTNNPGIRLFQY 


340 


DPRDYKLLDMLQYYLNLTEA 


360 


NLKGES I WKLEY I LTQTYDI 


380 


EDLQPESLYGLAKQFTILDS 


400 


KOFIKYYNYFFVSYDSSVTC 


420 


DKTCKAFQICAIMNLDNISY 


440 


ADCLKQLY I KHNY 


460 



FIGURE 1 



Plasmid: 
Amino Acids: 



NFIF7A 
364 
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40 



WHVTDLHLDPTYHITDDHTK 
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VCASSKGANASNPGPFGDVL 



80 



CDSPYQLILSAFDFIKNSGQ 100 

E AS FMIWTGDSP PHVPVPE L 120 

STDTVINVITNMTTTIQSLF 14 0 

PNLQVFPALGNHDYWPQVYI 160 

IAHVPVGYLPSSQNITAMRE 180 

YYNEKLIDI FQKYSDVI AGQ 200 

FYGHTHRDSIMVLSDKKGSP 220 

VNSL FVAPAVT PVKS VLEKQ 240 

TNNPG I RLFQYDPRDYKLLD 2 60 

MLQYYLNLTEANLKGES I WK 280 
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FFVS YDSSVTCDKTCKAFQI 34 0 
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1 ATGGCGCTjGGTGCGCGCACTCGTCTGCTG c'c tgctcactgcctggcac tg NFIF14B 

1 ATGGCGCTGGTGCGCGCACTCGTCTGCTGCCTGCTGACTGCCTGGCACTG NF1F7A 

SI CCGCTCCCGCCTCGGGCTGCCCGTGGCGCCCGCAGCCGCCACGAATCCTC NFIF14B 

51 CCGCT. CCGGCCTCGGGCTGCCCGTGGCCCCCGCAGGCGGCAGGAATCCTC NFIF7A 

101 CTCCGGCGATAGGACAGTTTTGGCATGTGACTGACTTACACTTAGACCCT NFIF14B 

lOl CTCCGGCGATAGGACAGTTTTGGCATCTGACTGACTTACACTTAGACCCT NFIF7A 

1S1 ACTTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG JSJFLF14B 

151 ACTTACCACATCACAGATGACCACACAAAAGTGTGTGCTTCATCTAAAGG {sJplp7A 

201 TGCAAATGCCTCCAACCCTGGCCCTTTTGGAGATGTTCTGTGTGATTCTC NFIFI4B 

201 TGCAAATGCCTCCAACCCTGGCCCTTTTGGAGATGTTCTGTGTGATTCTC NFIF7A 

251 CATATCAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGCACAA NFIFI4B 

251 CAT AT CAACTTATTTTGTCAGCATTTGATTTTATTAAAAATTCTGCACAA NFIF7A 

301 GAAGCATCTTTCATGATATGGACAGGGGATAGCCCACCTCATGTTCCTGT NFIF14B 

301 GAAGCATCTTTCATGA T A TGGACAGGGGATAGCCCACCTCATGTTCCTGT JMFIF7A 

3 51 ACCTGAACTCTCAACAGACACTGTTATAAATGTGATCACTAATATGACAA NFIF 14 B 

351 ACCTGAACTCTCAACAGACACTGTTATAAATGTGATCACTAATATGACAA NFIF7A 



401 CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTC C.C TGCGCTGGGT NF1F14B 
401 CCACCATCCAGAGTCTCTTTCCAAATCTCCAGGTTTTCCCTGCGCTGGGT NFIF7A 



451 AATCATGACTATTGGCCACAGGATCAACTGTCTGTAGTCACCAGTAAAGT NFIFI4B 

451 AATCATGACTATTGGCCACACG------------------------ - - NFIF7A 

501 GTACAATGCAGTAGCAAACCTCTGGAAACCATGGCTAGATGAAGAAGCTA NF1F14B 

473 NFIF7A 

551 T T A GTACTTTAAGGAAAGGTGGTTTTTATTCACAGAAAGTTACAACTAAT NFJF14B 

,73 NFIF7A 

601 CCAAACCTTAGGATCATCAGTCTAAACACAAACTTGTACTACGGCCCAAA NFIF14B 

473 NFIF7A 

651 TATAATGACACTGAACAAGACTGACCCAGCCAftCCAGTTTGAATGGCTAG NFIF14B 

473 NF1F7A 

101 AAAGTACAT TGAACAACTCTCAGCAGAATAAG GAGAAGGTGT ATATCATA NFIF14B 

473 TGT ATATCATA NF1F7A 

"751 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF14B 

484 GCACATGTTCCAGTGGGGTATCTGCCATCTTCACAGAACATCACAGCAAT NFIF7A 

801 GAGAGAATAC TAT AATGAGAAATTGATAGAT A TTTTTCAAAAATACAG TG NFIF14B 

534 GAGAGAATACTATAATGAGAAATTGATAGATATTTTTCAAAAGTACAGTG NFIF7A 

8S1 ATGTCAT TGCAGGACAATTT. TATGGACACAC TCACAGAGAC A GCATTATG NFIF14B 

58 4 ATGTCATTGCAGGACAATTTTATGGACACACTCACAGAGACAGCATTATG NFIF7A 

901 GTTCTTTCAGATAAAAAAGGAAGTCCAGTAAATTCTTTGTTTGTGGCTCC NFFFI4B 

634 GTTCTTTCAGATAAAAAAGGAAGTCCAGTAAATTCTTTGTTTGTGGCTCC NFIF7A 



FIGURE 3 
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NFkB Reporter with NFIF 
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FIGURE 5 



NFkB Reporter with NFIF 
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